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Abstract: 6 reproducible mtDNA HVR [ fragments were obtained from 6 individuals, which were discovered in Dasikong
excavation at Yinxu site in 2004. They can be attributed to 6 haplotypes which belong to 4 haplogroups, such as B, D, N9a and
Z. Combining physical anthropology analysis of this population and the archaeological findings, we demonstrate that the society
of Yinxu was composed of individuals coming from various regions. The haplogroups, geographic distribution of human groups
who shared the same HVR [ sequence and physical features indicate that some of the genetic characteristics of the ancient
residents in Yinxu during the late Shang period are still present in the matrilineal heritage of the modern Han Chinese and east
Asian populations. This study provided preliminary understanding for us on the inherited characteriatics of the ancient residents at
Dasikong Locus, but further studies are still needed by expanding sample size and selecting more genetic marks.
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