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Abstract : The origin and spread of domestic animals are closely related to the origins of agriculture, ancient trade,

and cultural exchanges, and they have always been the core issue of archaeological research. The goat (Capra hircus) AN
is one of the earliest domesticated domestic animals. It provided important meat resources, milk, wool and fur for =
early humans, and played an important role in the development of ancient society. In China, due to the limitations

of early animal archaeological research, zooarchacologists did not carefully distinguish between sheep and goats un-

earthed from archaeological sites. Instead, they generally replaced them with Caprinae. As a result, we are not very

clear about the origins, domestication and spread of goats in China. In this study, we systematically collected the

record of ancient Chinese goats, and combining with modern goat molecular biology research results and ancient

DNA research to reveal the origins and spread of ancient Chinese goats. It provides a new perspective for future in—

depth research.
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